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Information technology - Genomic information representation - Part 1: Transport and
storage of genomic information

Contents Page
FOT@WOIM..........ooooe ke85 5 58855 \%
IIMETOQUICTION .........ooooo sk vii
1 SCOPI@ ...k 1
2 NOTINATIVE TEIEI@IICES ...........oooooo st 1
3 Terms AN AEFIMITIONIS ...t s 1
4 COMVEIIEIOTILS ..ot

41 Operators and functions.....................
4.1.1 Arithmetic operators
41.2 Logical operators...............
4.1.3 Relational operators...................
414 BIEWISE OP@IATOIS oo
4.1.5  ASSIGNIMENT OPETALOIS ...ooooroeeeeeeeeee et

4.1.6  String/Character functions and operator..
4.1.7 Data structure function and operator

4.1.8  Mathematical fUNCEIOTIS ..ot
419 Array operation functions
4.2 Syntax and SEMANTICS ...
4.2.1 Method of specifying syntax in tabular fOrm ... 6
B.2.2  BIE OTAOIIIE e
4.2.3  Specification of syntax functions.
B2 4 PIrOCESSES...oooooeeroeeeeie et
5 Structure of coded eNOMUC AATA.............oi oo
5.1 Genomic sequencing data record.........
5.2 Genomic annotation data records
5.3 Data classes ...,
5.4 AACCESS UIIIES ..o
5.5 D U= T 1
5.6 Annotation data tile..
5.7 ANNOTATION TADIES ..ottt
5.8 ANNOTALION ACCESS UTIES ..o
59 SEIECEIVE ACCESS oo
6 DIATA FOTTIMIAT ...

6.1 Format structure...
(700 T S 70 s V<) =Y
L0 0 510 - ) o 1<) OSSO
6.2 Syntax for representation
6.3 OULPUL AALA UM oo

6.4  Data structures common to file format and transport format
6.4.1 File header
6.4.2 Dataset group...

LT TS T D - = 1
(ST R Vol of 173 ) o )
6.4.5 BlOCK .o
6.4.6 Annotation Table ...
6.4.7 Attribute Group ...

6.4.8 Annotation access unit
0.4.9 AU DIOCK et eeeeeeeeeeeeeeeeeeeeeeeeeeeeeeese e



6.5 Data structures specific to file format

6.5.1  General ...
6.5.2 Indexing.............
6.5.3 Descriptor stream..
6.5.4  OffSet e

6.6 Data structures specific to transSport fOrMAL ... 77
0.6. 1 GEIETAL ..o
6.6.2 Datastreams............
6.6.3 Dataset mapping table list
6.6.4  Dataset MaPPING aADIE ...
6.6.5  PACKEE .o

6.7 Reference procedures to convert transport format to file format
6.71  Procedure for genomic sequencing data
6.7.2  Procedure for genomic annotation data. ...,

7 String indexing teChNOIOZIES ...t
7.1 Master string index
71.1 General....
7.1.2  SYNEAX i
7.1.3  Master String Index Header ...
714  String indeX ...
7.1.5  COMPresSed SEIING IMAEK ..o
7.2 Decoding and QUETYING PIOCESSES .......ccoowriroieriersieeseesiee et
7.2.1  String index payload
7.2.2  HEIPOT FUNCEIONS oo
7.2.3  SUDSEIING d@COAING PIOCESS ..ottt
7.2.4  Suffix array lookup process................
7.2.5 Inverse suffix array process.....................
7.2.6  Character decoding process..........cc..
7.2.7  LF-mapping ProcCess ...
7.2.8 Extended LF-mapping process.................
7.2.9  Substring position search process
7.2.10 Searching for substring positions with the string indexX............c 103
7.2.11 Decoding a subset of the String indeX............ ..104
7.2.12 Decoding all the strings of a specific annotation data tile...............cccc..... .. 104
7.2.13 Retrieving whole strings with the string index...........e ..106
7.2.14 Retrieving data tile index(es) associated with a position and record indexes.... 107
8 Indexing for NUMEric range SEATCRIES ... 110
8.1 B-Tree indexing
811 GEIEIAL oo
812 SYMIEAK i
81,3 SEIMMANTICS .o 111
Annex A (informative) IETF RFC 3986 specification SUMMATY ... 112
Annex B (informative) Selective access strategies for genomic sequencing data...............cocen 113
Annex C (informative) Selective access strategies for genomic annotationdata............... 116

Annex D (informative) Depacketization process

Annex E (informative) Efficient handling of symmetric annotation data................ 135
BIDIIOGIAPIY ... 137



		2026-04-19T17:23:01+0000
	DIN Deutsches Institut fuer Normung e. V.
	Dokument ist zertifiziert




